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CalA 328 membrane transporter (ATP-binding) 

CalB 561 membrane transporter 

CalC 181 calicheamicin resistance protein 

CalD 263 O-methyltransferase 

CalE 420 Glycosyltransferase 

CalF 245 N^-dimethyltransferase 

CalG 990 TDP-D-glucose 4,6-dehydratase 

CalH 338 Perosamine synthetase 

Call 568 Dipeptide transporter 

CalJ 332 O-methyltransferase 

CalK 440 L-cysteine/cystine C-5-lyase 

CalL 562 Oligopeptide transporter protein 

CalM 416 Regulatory protein 

CalN 398 Glycosyltransferase 

CalO 331 Hexopyranosyl-23-reductase 

CalP (179)'' Desaturase 

CalQ 453 UDP-D-glucose 6-dehydrogenase 

CalR 282 Transcriptional regulator 

CalS 1113 P 4J0 oxidase 

CalT 432 oxygenase/halogenase 

CalU 377 glycosyltransferase 

CalV 125 p-keto-acyl synthase III 

CalW (449) d cytochrome P450 

CalX (197)'' TDP-4-keto-6-deoxy-L-taexose 2,3- 

dehydratase 

6MSAS (198) 4 orsellenic acid synthase 

Actl (207) d polyketide cyclase 

Actll 136 polyketide cyclase 

ActHI (308)" polyketide synthase 

or/1 322 unknown 

or/2 654 unknown 

or/3 373 integrase 

or/4 521 chromosome partitioning protein 

or/5 175 unknown 

or/6 139 unknown 

or/7 187 unknown 

or/8 266 regulatory protein 

Orfl 127 hydroxylase 

Orfll 248 unknown 

OrfM 298 hydroxylase 

OrflV 363 unknown 

OrJV 288 aminotransferase 

OrfVI 1012 glu-ammonia-ligase adenylyltransf erase 

OrfVU 236 Methyltransf erase 

OrfWlll 441 Integral membrane protein 

OrfIX 478 Integral membrane protein 

OrfX 504 Membrane protein 

OrfX I 251 Immunity resistance protein 
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